Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.037; wR factor = 0.101; data-to-parameter ratio = 15.6.
In the title compound, C 14 H 12 FNO 4 S, the dihedral angle between the aromatic rings is 50.26 (9) and the C-S-N-C bond adopts a gauche conformation [torsion angle = À68. 12 (15) ]. The dihydrodioxine ring is disordered over two orientations, which both approximate to half-chairs, in a 0.880 (7):0.120 (7) ratio. In the crystal, N-HÁ Á ÁO hydrogen bonds link the molecules into C(4) chains propagating in [100] . Weak C-HÁ Á ÁO and C-HÁ Á ÁF interactions consolidate the packing. Table 1 Hydrogen-bond geometry (Å , ). The title compound, (I), (Fig. 1) was examined as part of our ongoing interest in the structural chemistry of sulfonamides (Khan et al., 2011) . A number of related structures have been reported by Gelbrich et al. (2007) .
Related literature
The dihedral angle between the C1-C6 and C7-C12 benzene rings in (I) is 50.26 (9)°. The C1-S1-N1-C7 linkage adopts a gauche conformation [torsion angle = -68.12 (15) et al., 2011) .
Atoms C13 and C14 and their attached H atoms of the dihydro-dioxin ring are disordered over two sets of sites in a 0.880 (7):0.120 (7) ratio. Both major and minor conformations approximate to a half-chair. In the major conformation, In the crystal, the molecules are linked by N-H···O hydrogen bonds (Table 1) to generate C(4) chains propagating in
[100] ( Figure 2 ). Weak C-H···O and C-H···F interactions also occur but there is no aromatic π-π stacking in the structure of (I).
Experimental
0.2 g of 6-amino 1,4-benzodioxan was dissolved in 15 ml dichloromethane and 0.25 g of 4-fluorobenzene sulfonyl chloride was added to the mixture, which was stirred at room temperature overnight. The pH was maintained at 8-9 with triethyamine. On completion of reaction (after TLC) the pH was adjusted to 1-2 with 1 M HCl solution. The organic fraction was collected and the solvent was allowed to evaporate at room temperature. Colourless prisms of (I) were obtained in 95% yield.
Refinement
The N-bond H atom was located in a difference map and its position was freely refined. The C-bound H atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding. The constraint U iso (H) = 1.2U eq (C,N) was applied. SHELXL97 (Sheldrick, 2008) .
Computing details

Figure 1
The molecular structure of (I), showing displacement ellipsoids at the 50% probability level. Only the major disorder component is shown. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
